
Table S3: Summary of original exome sequencing data

	Patient number
	Total bases produced (Gbp)
	Mapped reads (%)
	Number of covered bases (Mbp)
	Coverage*

	MOL0125
II:4
	4.51
	40.91 Mbp (92%)
	964.89 
	31.17

	MOL0486
II:1
	4.77
	42.21 Mbp
(88%)
	933.93
	30.17











[bookmark: _GoBack]* The average number of reads per covered nucleotide.
