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hsa-mir-221UGAACAUCCA GGUCUGGGGC AUGAACCUGG CAUACAAUGU AGAUUUCUGU GUUCGUUAGG CAACAGCUAC AUUGUCUGCU GGGUUUCAGG CUACCUGGAA ACAUGUUCUC 

Cmim221C_1                            CCTGG CATACAATGT AGATTTCTGT GTTCGTTAGG CAACAGCTAC ATTGTCTGCT GGGTTT                           

Cmim221B_1                            CCTGG CATACAATGT AGATTTCTGT GTTCGTTAGG CAACAGCTAC ATTGTCTGCT GGGTTT                           

Emrcm221C_                            CCTGG CATACAATGT AGATTTCTGT GTTCGTTAGG CAACAGCTAC ATTGTCTGCT GGGTTT                           

Crcim221A_                            CCTGG CATACAATGT AGATTTCTGT GTTCGTTAGG CAACAGCTAC ATTGTCTGCT GGGTTT                           

Emim221A_1                            CCTGG CATACAATGT AGATTTCTGT GTTCGTTAGG CAACAGCTAC ATTGTCTGCT GGGTTT                           

Emim221B_1                                                  CGCGT CGCCCTGGGC AGAAATCTAC ATTGTATGCC AGG                              

               1                                                                            72   

hsa-mir-21     UGUCGGGUAG CUUAUCAGAC UGAUGUUGAC UGUUGAAUCU CAUGGCAACA CCAGUCGAUG GGCUGUCUGA CA 

Cmim21B_16              G CTTATCAGAC TGATGTTGAC TGTTGAATCT CATGGCAACA CCAGTCGATG GGCTG         

Crcim21C_1              G CTTATCAGAC TGATGTTGAC TGTTGAATCT CATGGCAACA CCAGTCGATG GGCTG         

Ercim21B_1              G CTTATCAGAC TGATGTTGAC TGTTGAATCT CATGGCAACA CCAGTCGATG GGCTG         

Crcim21A_1              G CTTATCAGAC TGATGTTGAC TGTTGAATCT CATGGCAACA CCAGTCGATG GGCTG         

Ercim21C_1              G CTTATCAGAC TGATGTTGAC TGTTGAATCT CATGGCAACA CCAGTCGATG GGCTG         

Ercim21A_1              G CTTATCAGAC TGATGTTGAC TGTTGAATCT CATGGCAACA CCAGTCGATG GGCTG          


1
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hsa-miR-23a   
GGCCGGCUG GGGUUCCUGG GGAUGGGAUU UGCUUCCUGU CACAAAUCAC AUUGCCAGGG AUUUCCAACC GACC
CC23a_186 
      CTG GGGTTCCTGG GGATGGGATT TGCTTCCTGT CACAAATCAC ATTGCCAGGG ATTACCA
EC23a_183
      CTG GGGTTCCTGG GGATGGGATT TGCTTCCTGT CACAAATCAC ATTGCCAGGG ATTACCA
EB23a_182
      CTG GGGTTCCTGG GGATGGGATT TGCTTCCTGT CACAAATCAC ATTGCCAGGG ATTACCA
EA23a_181
      CTG GGGTTCCTGG GGATGGGATT TGCTTCCTGT CACAAATCAC ATTGCCAGGG ATTACCA
CB23a_185
      CTG GGGTTCCTGG GGATGGGATT TGCTTCCTGT CACAAATCAC ATTGCCAGGG ATTACCA
CA23a_184
      CTG GGGTTCCTGG GGATGGGATT TGCTTCCTGT CACAAATCAC ATTGCCAGGG ATTACCA
               1                                                                                              90  

hsa-mir-161    GUCAGCAGUG CCUUAGCAGC ACGUAAAUAU UGGCGUUAAG AUUCUAAAAU UAUCUCCAGU AUUAACUGUG CUGCUGAAGU AAGGUUGAC   

Crcim16C_1                     GCAGC ACGTAAATAT TGGCGTTAAG ATTCTAAAAT TATCTCCAGT ATTAACTGTG CTGCTG                 

Cfcim16B_1*                    GCAGC ACGTAAATAT TGGCGTTAAG ATTCTAAAAT TATCTCCAGT ATTAACTGTG CTGCTG 

Efcim16A_1*                    GCAGC ACGTAAATAT TGGCGTTAAG ATTCTAAAAT TATCTCCAGT ATTAACTGTG CTGCTG

Efcim16B_1*                    GCAGC ACGTAAATAT TGGCGTTAAG ATTCTAAAAT TATCTCCAGT ATTAACTGTG CTGCTG

Cfcim16A_1*                    GCAGC ACGTAAATAT TGGCGTTAAG ATTCTAAAAT TATCTCCAGT ATTAACTGTG CTGCTG 

miR-200c

immature     CAGGGAUCU GCAGCUUUUC CGCAGGGAUC CUGGGCCUGA AGCUGCCUGA CCCAAGGUGG GCGGGCUGGG CGGGGGCCCU CGUCUUACCC AGCAGUGUUU GGGUGCGGUU GGGAGUCUCU AAUACUGCCG GGUAAUGAUG GAGG 

EfiUS2C      CAGGGATCT GCAGCTTTTC CGCAGGGATC CTGGGCCTGA AGCTGCCTGA CCCAAGGTGG GCGGGCTGGG CGGGGGCCCT CGTCTTACCC AGCAGTGTTT GGGTGCGGTT GGGAGTCTCT AATACTGCCT GGTAATGATG AC   

EriUS2B      CAGGGATCT GCAGCTTTTC CGCAGGGATC CTGGGCCTGA AGCTGCCTGA CCCAAGGTGG GCGGGCTGGG CGGGGGCCCT CGTCTTACCC AGCAGTGTTT GGGTGCGGTT GGGAGTCTCT AATACTGCCT GGTAATGATG AC   

CriUS1B                                             TGA AGCTGCCTGA CCCAAGGTGG GCGGGCTGGG CGGGGGCCCT CGTCTTACCC AGCAGTGTTT GGGTGCGGTT GGGAGTCTCT AATACTGCCT GGTAATGATG AC   

CfiUS1C                                              GA AGCTGCCTGA CCCAAGGTGG GCGGGCTGGG CGGGGGCCCT CGTCTTACCC AGCAGTGTTT GGGTGCGGTT GGGAGTCTCT AATACTGCCT GGTAATGATG AC   

CfiUS1A                                              GA AGCTGCCTGA CCCAAGGTGG GCGGGCTGGG CGGGGGCCCT CGTCTTACCC AGCAGTGTTT GGGTGCGGTT GGGAGTCTCT AATACTGCCT GGTAATGATG AC   

Cri200cC                                                                                         CT CGTCTTACCC AGCAGTGTTT GGGTGCGGTT GGGAGTCTCT AATACTGCCT GGTAATGATG AC   

Cri200cA                                                                                         CT CGTCTTACCC AGCAGTGTTT GGGTGCGGTT GGGAGTCTCT AATACTGCCT GGTAATGATG AC   

Efi200cA_                                                                                        CT CGTCTTACCC AGCAGTGTTT GGGTGCGGTT GGGAGTCTCT AATACTGCCT GGTAATGATG AC   
Efi200cB_                                                                                        CT CGACTTACCC AGCAGTGTTT GGGTGCGGTT GGGAGTCTCT AATACTGCCT GGTAATGATG AC 
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hsa-let-7g  AGGCUGAGGU AGUAGUUUGU ACAGUUUGAG GGUCUAUGAU ACCACCCGGU ACAGGAGAUA ACUGUACAGG CCACUGCCUU GCCA 

Crcim7gC_1          GT AGTAGTTTGT ACAGTTTGAG GGTCTATGAT ACCACCCGGT ACAGGAGATA ACTGTACAGG CCACTGCC        

Crcim7gB_1          GT AGTAGTTTGT ACAGTTTGAG GGTCTATGAT ACCACCCGGT ACAGGAGATA ACTGTACAGG CCACTGCC        

Emim7gA_15          GT AGTAGTTTGT ACAGTTTGAG GGTCTATGAT ACCACCCGGT ACAGGAGATA ACTGTACAGG CCACTGCC        

Cmim7gA_16          GT AGTAGTTTGT ACAGTTTGAG GGTCTATGAT ACCACCCGGT ACAGGAGATA ACTGTACAGG CCACTGCC        

