	STEM-LOOPED PRIMER AMPLIFICATION
	
	

	hsa-
	MIRNA SEQUENCE
	PRIMER NAME
	PRIMER SEQUENCE

	miR-16
	UAGCAGCACGUAAAUAUUGGCG
	hsa-miR-16-14
	TAGCAGCACGTAAA

	
	
	miR-16_14-loli
	GTCGTATCCAGTGCAGGGTCCGAGGTATTCGCACTGGATACGACCGCCAA

	
	
	
	

	miR-1246
	AAUGGAUUUUUGGAGCAGG 
	1246_loli
	GTCGTATCCAGTGCAGGGTCCGAGGTATTCGCACTGGATACGACCCTGCT

	
	
	1246_16
	AATGGATTTTTGGAGC

	
	
	
	

	miR-720
	UCUCGCUGGGGCCUCCA
	720_loli
	GTCGTATCCAGTGCAGGGTCCGAGGTATTCGCACTGGATACGACTGGAGG

	
	
	720_14
	CTCGCTGGGGCCTC

	
	
	
	

	miR-451
	AAACCGUUACCAUUACUGAGUU
	451_loli
	GTCGTATCCAGTGCAGGGTCCGAGGTATTCGCACTGGATACGACAACTCA

	
	
	hsa-miR451_15
	AAACCGTTACCATTA

	
	
	
	

	let-7g
	UGAGGUAGUAGUUUGUACAGUU 
	let-7g-loli
	GTCGTATCCAGTGCAGGGTCCGAGGTATTCGCACTGGATACGACAACTGT

	
	
	hsa-let-7g-16
	TGAGGTAGTAGTTTGT

	
	
	
	

	miR-99A
	AACCCGUAGAUCCGAUCUUGUG 
	miR-100-loli
	GTCGTATCCAGTGCAGGGTCCGAGGTATTCGCACTGGATACGACCACAAG

	(miR-100)
	
	100-15
	AACCCGTAGATCCGA

	
	
	
	

	miR-210
	CUGUGCGUGUGACAGCGGCUGA
	miR-210-loli
	GTCGTATCCAGTGCAGGGTCCGAGGTATTCGCACTGGATACGACTCAGCC

	
	
	miR-210_15
	CTGTGCGTGTGACAG

	
	
	
	

	internal loading control:
	 
	 
	 

	INT-RNA
	GGAAAGGGGAACCCCUGUGUGU
	INT_RNA-loli
	GTCGTATCCAGTGCAGGGTCCGAGGTATTCGCACTGGATACGACACACAC

	
	
	INT_15
	GGAAAGGGGAACCCC

	
	
	
	

	
	
	INT_RNA
	GGGGGGAAAAACCCCUUUUUCC

	
	
	
	

	miR-1275
	GUGGGGGAGAGGCUGUC
	1275_loli
	GTCGTATCCAGTGCAGGGTCCGAGGTATTCGCACTGGATACGACGACAGC

	
	
	hsa-miR-1275_15*
	GTGGGGGGAGAGGCT

	
	
	
	

	lolirev
	
	loli_rev
	GTGCAGGGTCCGAGGT


