
PA
RP1

PA
RP2 ATR

PI
K3C

D
MTO

R

PI
K3C

B

PI
K3C

A

PI
K3C

G

40

35

30

25

20

15

10

5

0

D
ru

g:
 M

K
-4

82
7

SH
AP

 v
al

ue
s

Drug targets SHAP values
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Top 20 genes with highest SHAP values
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